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Introduction Targets of T-Plex Are Found Co-Expressed in Solid Tumors and are POC: T-Plex Addresses Intra-Tumor Heterogeneity In Vivo T-Plex Presents Additive and Synergistic Activities
Background: Intratumor heterogeneity represents a major challenge to cancer therapies, Typlcally Presenting Intra-Tumor Heterogeneity
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including TCR-T therapy. Not every cell in a tumor expresses a given tumor-associated protein.
Tumor cells lacking the targeted protein will be resistant to a single TCR-T therapy and may
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